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Species Gene Symbol Gene ID GenBank Accession Transcript
Human TDRDI12 91646 BC049000 NM_001015890
About the gene
Official Symbol TDRD12

Previous Symbol

Official Full Name

tudor domain containing 12

Synonyms ECATS; FLJ13072
Location 19q13.11
Gene Type protein_coding
Uniprot ID Q587J7
Pathway/Library Epigenetic Regulators Related Genes Library

Gene Summary

Probable ATP-binding RNA helicase required during spermatogenesis to repress transposable elements
and preventing their mobilization, which is essential for the germline integrity. Acts via the piRNA
metabolic process, which mediates the repression of transposable elements during meiosis by forming
complexes composed of piRNAs and Piwi proteins and governs the methylation and subsequent
repression of transposons. Involved in the secondary piRNAs metabolic process. Acts via the PET
complex, a multiprotein complex required during the secondary piRNAs metabolic process for the
PIWIL2 slicing-triggered loading of PIWIL4 piRNAs. TDR12 HUMAN,Q587J7
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